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Figure 1. Structure of TAR RN A and synthetic RNA duplexes, (a) Secopdary structure of the apex of the TAR stem-
foop of HIV-1 {residues [5 to 46). The positions of mutations that cause a reduction in the ability of fnt to bind TAR
ENA (Churcher e el . 1993) are indicated by the residues shown in bold. (b) RNA duplexes containing the U-rich bulge
of TAR formed from chemically synthesized 14-mer and 17-mer oligoribonucleotides {duplex-1). Residuesz 21 to 28 are
shown in bold to indicate the positions where base or sugar modifications have been introduced (see the text]. () RNA
duplex containing the U-rieh bulge of TAR formed from chemically synthesized 15-mer and 18-mer oligoribonucleotides

(duplex-2}). {d) RNA duplex containing the U-rich bulge of TAR formed from chemieally synthesized 17-mer and
trangeribed 18-mer oliguribonucleotides (duplex-3).
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Figure 2. Competition niteocellulose  filter  binding
curves  using  CP-labelled  TAR,, BNA  transcript
comnpeted against the following BENA molecules: [a) (@),
Unlabelled TAR;; BNA: (&) doplex-l BNA; (L)
duplex-2 ENA. (b) (&), Duplex-1 BNA: (A). duplex-1
BNA carrving dT.: (@) duplex-1 RNA  carmying
Alsy 25
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Figure 3. Effcet of O* methyl-dT substitution of (¢} Duplex - 2

aridines in the U-rich bulge on #fa¢ binding to duplex-2
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(c) Duplex - 2
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